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PRELIMINARY AMENDMENT 



ft 



Please amend the above identified patent application as 
follows : 

In the claims : 

4 . (Amended) A recombinant DNA construct as 
claimed in claim 1, said 5* regulatory region being selected 
from the group consisting of PrrnLT7gl0+DB/Ec, SEQ ID NO: 14, 
PrrnLT7gl0+DB/pt, SEQIDNO:15, PrrnLT7gl0-DB, SEQ ID NO : 16 . ; 

A marked-up copy of the amendment is provided in 
Appendix A. 



TRAVERSAL OF RESTRICTION REQUIREMENT 



Sir: 



In the Requirement for Restriction under 35 U.S.C. 
§121 and 372 set forth in the Official Action dated June 5, 
2002, in the above- identified application it is the Examiner's 
position that the inventions are not so linked as to form a 
single general inventive concept under PCT Rule 13.1, and that 
the inventions must be restricted to the following Groups: 
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Group i : Claims 1-26, drawn to a dNA construct 
comprising a promoter element, a leader sequence, and a 
downstream box element, and a method for its use for enhanced 
plastid expression of a heterologous gene. 

Group II: Claims 27-28, drawn to a method for 
modifying codon usage in structural genes. 

Further, if the invention of Group I is elected, the 
Examiner requires that a single nucleotide sequence be 
selected for this Group. 

The Examiner argues that the technical feature of 
Group I does not constitute a special technical feature, 
because Zoubenko et al . , Nucleic Acids Research, 22:3819-3824 
teach a chloroplast expression vector comprising an rrn 
promoter and heterologous aadA gene encoding a streptomycin 
resistance protein, wherein the promoters and. constructs would 
inherently comprise the native leader sequence and the 
downstream box element. 

The Examiner concludes by stating that nucleotide 
sequences are structurally distinct compounds and are 
unrelated to one another, and thus the sequences are deemed to 
constitute independent and distinct inventions within the 
meaning of 35 U.S.C. 121, absent evidence to the contrary. 

Election 

In order to be fully responsive to. the above- 
mentioned requirement, Applicant hereby elects, with traverse, 
Group I, Claims 1-2 6, drawn to a DNA construct comprising a 
promoter element, a leader sequence, a downstream box element, 
and a method of use thereof for enhanced expression of a 
heterologous gene in a plastid genome. Applicants elect SEQ 
ID NO: 14, with traverse, to comply with the Examiner's 
requirement that a single nucleotide species be elected for 
examination purposes. 
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Traversal 

Applicants present two arguments in this traversal. 
Should the Examiner not find the first argument persuasive, 
she is respectfully requested to consider the second argument. 

Applicant traverses on the grounds that there is not 
an undue search burden to search all of the promoter 
constructs together, due to the numerous repeated elements in 
the claimed constructs. Furthermore, at a minimum, SEQ ID 
NO: 14 and SEQ ID NO: 16 could be searched together without an 
undue search burden. 

(1) Applicants submit that while the inventions are 
distinct, a search of the claimed DNA constructs would not 
provide an undue search burden, because all of the constructs 
contain similar, discrete sequence elements and thus could 
easily be searched together. For example, SEQ ID NO: 1-3, 4-5, 
6-8, 9-10, 11-13, and 14-16 respectively each contain the same 
promoter elements (LatpB, LclpP, LrbcL, LpsbB, LpsbA, and 
LT7glO respectively) , and similarly contain repeating patterns 
of identical downstream boxes. Thus the claimed inventions 
are all linked by common promoter elements and downstream 
boxes, and could be searched together without undue burden, 
since the sequences are not lengthy (none are longer than 2 00 
nucleotides) and are highly repetitive. It is further noted 
that shorter, repetitive sequences can be more easily 
searched. Should the examiner maintain that a search of all 
of the claimed DNA constructs presents an undue burden, the 
Examiner is respectfully requested to consider instead 
presenting these as a species election requirement, as they 
are all species of similar, discrete promoter elements and 
downstream box elements. 

(2) Should the examiner maintain that it is unduly 
burdensome to search all of the claimed DNA constructs 
together, and that a species election is not appropriate, 
Applicants respectfully request that the DNA constructs of SEQ 
ID NO: 14 and 16 be included in the same Group. It is 
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Applicant's position that SEQ ID NO: 14 and 16 could be 
searched and examined together, without undue burden to the 
Examiner, because the sequence of SEQ ID NO: 16 is a truncated 
version of SEQ ID NO: 14 and thus a search of SEQ ID NO: 14 
would inherently provided a complete search for SEQ ID NO: 16. 

Applicants submit the following homology alignment 
as evidence that the search of SEQ ID NO: 14 and 16 would not 
present an undue search burden. 

Sequence Alignment for SEQ ID NO: 14 and 16 

Top Line = PrnnLT7glO+DB/Ec (SEQ ID NO: 14) 
Bottom Line =PmnLT7glO-DB (SEQ ID NO: 16) 



gagctcgctc ccccgccgtc gttcaatgag aatggataag aggctcgtgg gattgacgtg 
gagctcgctc ccccgccgtc gttcaatgag aatggataag aggctcgtgg gattgacgtg 



60 
60 



agggggcagg gatggctata tttctgggag ggagaccaca acggtttccc actagaaata 120 

agggggcagg gatggctata tttctgggag ggagaccaca acggtttccc actagaaata 120 

attttgttta actttaagaa ggagatatac atatggcaag catgactggt ggacaggctag c 182 

attttgttta actttaagaa ggagatatac atatggc tag c 



This alignment demonstrates that SEQ ID NO: 16 is 
fully comprised within SEQ ID NO: 14. 

A similar argument can be made for the other 
sequences of Applicants claims which are truncations of one 
another, such as SEQ ID NO: 1 and 2, SEQ ID NOS : 4 and 5, etc. 
Clearly a withdrawal or at the very least, a modification of 
the restriction requirement is in order. 

Applicants hereby reserve the right to file one or 
more continuing applications, as provided i :i 3 5 U.S.C. §12 0, 
on the subject matter of any claims finally held withdrawn 
from consideration in this application. 
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